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1 <110> APPLICANT: Jones, Kenneth A. EM T E Q EZ O 

2 Walker, Mary W. El |\| I EZ fil Li Lj 

3 Tamm, Joseph 

4 Branchek, Theresa A. 

5 Gerald, Christophe P.G. 

6 <120> TITLE OF INVENTION: Chimeric G- Proteins And Uses Thereof 

7 <13 0> FILE REFERENCE: 59896 

8 <140> CURRENT APPLICATION NUMBER: US/09/471 , 572 

9 <141> CURRENT FILING DATE: 1999-12-23 

10 <160> NUMBER OF SEQ ID NOS : 45 

11 <170> SOFTWARE: Patentln Ver. 2.1 

12 <210> SEQ ID NO 1 

13 <211> LENGTH: 355 

14 <212> TYPE: PRT 

15 <213> ORGANISM: C. elegans 

16 <400> SEQUENCE: 1 

17 Met Ala Cys Cys Leu Ser Glu Glu Ala Arg Glu Gin Lys Arg lie Asn 

18 1 5 10 15 

19 Gin Glu lie Glu Lys Gin Leu Gin Arg Asp Lys Arg Asn Ala Arg Arg 

20 20 25 30 

21 Glu Leu Lys Leu Leu Leu Leu Gly Thr Gly Glu Ser Gly Lys Ser Thr 

22 35 40 45 

23 Phe lie Lys Gin Met Arg lie lie His Gly Gin Gly Tyr Ser Glu Glu 

24 50 55 60 

25 Asp Lys Arg Ala His lie Arg Leu Val Tyr Gin Asn Val Phe Met Ala 

26 65 70 75 80 

27 lie Gin Ser Met lie Arg Ala Met Asp Thr Leu Asp lie Lys Phe Gly 

28 85 90 95 

2 9 Asn Glu Ser Glu Glu Leu Gin Glu Lys Ala Ala Val Val Arg Glu Val 

30 100 105 110 

31 Asp Phe Glu Ser Val Thr Ser Phe Glu Glu Pro Tyr Val Ser Tyr lie 

32 115 120 125 

33 Lys Glu Leu Trp Glu Asp Ser Gly lie Gin Glu Cys Tyr Asp Arg Arg 

34 130 135 140 

35 Arg Glu Tyr Gin Leu Thr Asp Ser Ala Lys Tyr Tyr Leu Ser Asp Leu 

36 145 150 155 160 

3 7 Arg Arg Leu Ala Val Pro Asp Tyr Leu Pro Thr Glu Gin Asp lie Leu 

38 165 170 175 ^ 

39 Arg Val Arg Val Pro Thr Thr Gly lie lie Glu Tyr Pro Phe Asp Leif* 

40 180 185 190 

41 Glu Gin lie lie Phe Arg Met Val Asp Val Gly Gly Gin Arg Ser j^y 

42 195 200 205 j>> />} 

43 Arg Arg Lys Trp lie His Cys Phe Glu Asn Val Thr Ser lie Met ^he <£D 

44 210 215 220 ^ ^J? 
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He 
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Leu 
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TYPE : PRT 
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ORGANISM: C 
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Met 


Ala 


Cys 
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Gin 


Glu 


He 


Glu 


Lys 


Gin 


T i^n 

UC Li 


Gin Arg 




T .VQ 
xj_y o 


A T*n 


AO 11 


Ala 


Arcr 


Arcr 


122 










20 










25 










30 






123 




Glu 


Leu 


Lys 


Leu 


Leu 


Leu 


Leu 


Gly Thr 


Glv 


Glu 


Ser 


Glv 
oxy 


Lys 


Ser 


Thr 


124 








35 










40 










45 








X -J 




Phe 


He 


Lys 


Gin 


Met 


Arg 


He 


He 


His 


Gly 


Gin 


Gly 


Tvr 

± yx 


Ser 


Glu 


Glu 


126 






50 










55 










60 










127 




Asp 


Lys 


Arg 


Ala 


His 


He 


Arcr 
*ixy 


Leu 


Val 


1 Y x 


Gin 


Asn 


Val 


Phe 


Met 


Ala 


128 




65 










70 










75 










80 


19 9 

X ^ 7 




He 


Gin 


Ser 


Met 


He 


Arg 


Ala 


Met 


Asp 


Thy 

J. 11X 


XJG IL 


A QT* 
n3p 


Tl e> 


Lys 


Phe 


Gly 


130 












85 










90 










95 




i ^i 

X J X 




Asn 


Glu 


Ser 


Glu 


Glu 


Leu 




Glu 


Lys 


TV 1 a 




Ua 1 
V ctx 


VCll 


A r it 




Val 


132 










100 










105 










110 






TOO 
iJJ 




Asp 


Phe 


Glu 


Ser 


Val 


Thr 


Ser 


Phe 


Glu 


CjIU 


Pro 


Tyr 


vai 


Ser 


Tyr 


ne 


134 








115 










120 










125 








135 




Lys 


Glu 


Leu 


Trp 


Glu 


Asp 


Ser 


Gly 


He 


Gin 


Glu 


Cys 


Tyr 


Asp 


Arg 


Arg 


136 






130 










135 










140 










137 




Arg 


Glu 


Tyr 


Gin 


Leu 


Thr 


Asp 


Ser 


Ala 


Lys 


Tyr 


Tyr 


Leu 


Ser 


Asp 


Leu 


138 




145 










150 










155 










160 


139 




Arg 


Arg 


Leu 


Ala 


Val 


Pro 


Asp 


Tyr 


Leu 


Pro 


Thr 


Glu 


Gin 


Asp 


He 


Leu 


140 












165 










170 










175 




141 




Arg 


Val 


Arg 


Val 


Pro 


Thr 


Thr 


Gly 


He 


He 


Glu 


Tyr 


Pro 


Phe 


Asp 


Leu 


142 










180 










185 










190 






143 




Glu 


Gin 


He 


He 


Phe 


Arg 


Met 


Val 


Asp 


Val 


Gly 


Gly 


Gin 


Arg 


Ser 


Glu 


144 








195 










200 










205 









01 PE 



PAGE: 4 RAW SEQUENCE LISTING DATE: 01/14/2000 

PATENT APPLICATION US/09/471,572 TIME: 13:15:24 

Input Set: 1471572. RAW 



145 




Arcr 


Ara 


Lys 


Tro 


He 


His 


Cys 


Phe 


Glu 


Asn 


Val 


Thr 


Ser 


He 


Met 


Phe 


146 






210 










215 










220 










147 




Leu 


Val 


Ala 


Leu 


Ser 


Glu 


Tvr 


Asp 


Gin 


Val 


Leu 


Val 


Glu 


Cys 


Asp 


Asn 


148 




225 










230 










235 










240 


149 




Glu 


Asn 


Arcr 


Met 


Glu 


Glu 


Ser 


Lys 


Ala 


Leu 


Phe 


Arcr 


Thr 


He 


He 


Thr 


150 












245 










250 










255 




151 




Tvr 

j 


Pro 


TrD 


Phe 


Thr 


Asn 


Ser 


Ser 


Val 


He 


Leu 


Phe 


Leu 


Asn 


LVS 


Lvs 


152 










260 










265 










270 






153 




Asp 


Leu 


Leu 


Glu 


Glu 


Lys 


He 


Leu 


Tyr 


Ser 


His 


Leu 


Ala 


Asd 


Tvr 


Phe 


154 








275 










280 










285 








155 




Pro 


Glu 


Tyr 


Asp 


Glv 


Pro 


Pro 


Arg 


Asp 


Pro 


He 


Ala 


Ala 


Arcr 


Glu 


Phe 


156 






290 










295 










300 










157 




lie 


Leu 


Lys 


Met 


Phe 


Val 


Asd 


Leu 


Asn 


Pro 


Asd 


Ala 


Asp 


Lvs 


He 


He 


158 




305 










310 










315 










320 


159 




Tyr 


Ser 


His 


Phe 


Thr 


Cys 


Ala 


Thr Asp 


Thr 


Glu 


Asn 


He 


Arcr 


Phe 


Val 


160 












325 










330 










335 




161 




Phe 


Ala 


Ala 


Val 


Lys 


Asp 


Thr 


He 


Leu 


Gin 


Met 


His 


Leu 


Ara 


Gin 


Tvr 


162 










340 










345 










350 






163 




Glu 


Leu 


Leu 




























164 








355 




























165 


<210> 


SEQ 


ID NO 4 




























166 


<211> 


LENGTH : 


355 




























167 


<212> 


TYPE : PRT 




























168 


<213> 


ORGANISM: C, 


. elegans 






















169 


<400> 


SEQUENCE: 4 




























170 




Met 


Ala 


Cys 


Cys 


Leu 


Ser 


Glu 


Glu 


Ala 


Arcr 


Glu 


Gin 


Lys 


Arg 


He 


Asn 


171 




1 








5 










10 










15 




172 




Gin 


Glu 


He 


Glu 


Lys 


Gin 


Leu 


Gin Arg 


Asp 


Lys 


Arg 


Asn 


Ala 


Ara 


Arcr 


173 










20 










25 










30 






174 




Glu 


Leu 
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Ser 
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Met 


Ala 


Cys 


Cys 


Leu 


Ser 


9 99 
Z Z Z 
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5 




9 9 "5 




Gin 


Glu 


He 


Glu 


Lys 


Gin 


994. 










20 






9 9 R 




Glu 


Leu 


Lys 


Leu 


Leu 


Leu 


226 








35 
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Phe 


He 
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Gin 
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Lys 


Arg 


Ala 


His 


He 
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^ j \j 




65 










70 
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Gin 
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Met 


He 


Arg 


232 












85 




233 




Asn 


Glu 


Ser 


Glu 


Glu 


Leu 


234 










100 






235 




Asp 


Phe 


Glu 


Ser 


Val 


Thr 


236 








115 








237 




Lys 


Glu 


Leu 


Trp 


Glu 


Asp 


238 






130 










239 




Arg 


Glu 


Tyr 


Gin 


Leu 


Thr 


240 




145 










150 


241 




Arg 


Arg 


Leu 


Ala 


Val 


Pro 


242 












165 




243 




Arg 


Val 


Arg 


Val 


Pro 


Thr 


244 










180 
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Cys Phe 
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Asn 


Val 
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He 


Met 


Phe 


215 








220 








Tyr Asp 


Gin 


Val 


Leu 


Val Glu 


Cys 


Asp 


Asn 








235 








240 


Ser Lys 


Ala 


Leu 


Phe 


Arg Thr 


He 


He 


Thr 






250 








255 




Ser Ser 


Val 


He 


Leu 


Phe Leu 


Asn 


Lys 


Lys 




265 








270 






He Leu 


Tyr 


Ser 


His 


Leu Ala 


Asp 


Tyr 


Phe 


280 








285 








Pro Arg 


Asp 


Pro 


He 


Ala Ala 


Arg 


Glu 


Phe 


295 








300 








Asp Leu 


Asn 


Pro Asp Ala Asp 


Lys 


He 


He 








315 








320 


Ala Thr Asp 


Thr 


Glu 


Asn He 


Arcr 


Arcr 


Val 






330 








335 




He He 


Gin 


Arg 


Met 


His Leu 


Arcr 


Gin 


Tvr 




345 








350 






Glu Glu 


Ala 


Arg 


Glu 


Gin Lys 


Arcr 


He 


Asn 






10 








15 




Leu Gin Arg 


Asp 


Lys 


Arg Asn 


Ala 


Arcr 


Arcr 




25 








30 






Leu Gly Thr 


Gly Glu 


Ser Gly 


Lys 


Ser 


Thr 


40 








45 








He He 


His 


Gly Gin Gly Tyr 


Ser 


Glu 


Glu 


55 








60 








Arg Leu 


Val 


Tyr 


Gin 


Asn Val 


Phe 


Met 


Ala 








75 








80 


Ala Met 


Asp 


Thr 


Leu 


Asp He 


Lvs 


Phe 


Glv 






90 












Gin Glu 


Lys 


Ala 
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